
SUPPLEMENTAL DATA 
 
 
SUPPLEMENTAL FIG. 1. Bile acid metabolism is dysregulated in VDR–/– mice. A-C, Hepatic 
mRNA expression of nuclear receptors that regulate Cyp7a1 transcription (A), bile acid transporters 
(B), and genes involved in the alternative bile acid synthesis pathway (C). VDR expression in the liver 
was undetectable in either genotype (data not shown). D, Intestinal mRNA expression of bile acid 
transporters and the xenobiotic receptor, Pxr. See Figure 1 for description of experiment and data 
analysis. 
 
SUPPLEMENTAL FIG. 2. VDR induces Fgf15 to suppress Cyp7a1.  Intestinal mRNA expression 
of bile acid transporters and additional genes described in the text. See Figure 2A for description of 
experiment and data analysis. 
 
 
SUPPLEMENTAL TABLE 1. QPCR primer sequences. 
 
SUPPLEMENTAL TABLE 2. QPCR primer sequences for ChIP analysis of the Fgf15 gene locus. 
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Supplemental Table 2
QPCR primer sequences for ChIP analysis of the Fgf15 gene locus

Amplicon Forward Primer Reverse Primer
-1569 to -1498 gtcccattttctaccttgttcaga gggccgccataagaacatt
-998 to -927 accacggagctaggccagta ccccccaactcctgtatgtg
-704 to -619 tcaagggcctgatcatcga gacttttgagaagggtggactga
-182 to -71 gctcctcctctgccagatct tcagagcatttctcctcctaattg
+430 to +510 tcccttaggacccagaagca cccagctccagtctggaagt
+921 to + 991 ggctaactgctgagtcccatt aagccaggagaggaggcttt
+1515 to +1570 cccctgcctggctgaa agatacaggcaggagatttgctt
+1932 to + 2002 agagccttatctgccaactgtct caggctgtgtctgcctaagc
+2381 to +2451 agcagggttttggaaagttga tgtgcaaatcttcctggttttt
+2900 to +2959 tgggatgagccaacaatctc aggcaagaaatccagagttgaag
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